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MonekynapHbie MmapKkepbl Ang
OLUEHKN bnopasHoobpa3us



Pasnu4yHble TUNbI MONEKYNSIPHbIX MAPKEpPOB

[MOP® (RFLP) — nonnmopdunam afnH peCTPUKLUMOHHBIX (pparMeHToB
VNTR ( variable number tandem repeats) —

noBTopbl AHK aAnnHon 11-60 bp (MMHUCaTeNNUTLbI)

RAPD (Random Amplified Polymorphism DNA markers) — crniyyanHas
amnnudukauma nonnmopcpHon AHK

STR (short tandem repeats) - KOPOTKME TaHOEMHbIE NOBTOPbLI
(MukpocartennuThbl) (1-6 bp)

SNP (single nucleotide polymorphisms) -
nonnmMmopgunsm HyKneoTmaos
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MynbTi — ogHOBpPEeMEeHHOe UCMNOoSIb30BaHMe HECKOSTbKUX nap
npammepoB

MynbTH — T.K. pa3nnyHble nyopecueHTHbIe Kpacutenm

MynbTH - T.K. ogHOBpeMeHHasa amnnudgpukauma 10 unu 6onee
STR NnokycoB
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VNTRs ( variable number tandem repeats) — Bapbupyrouje TaHaeMHble
NOBTOPbI

Exon 1 Exon 2 Exon 3
| |
j‘l‘ lntro?- : Intron .'.: Myoglobin gene

l l I . Four tandem repeats

CTAAAGCTGGAGGTGGGCAGGAAGGACCGAGGT 33-bp repeat

VNTR B MHTPOHE MMOINIOOMHOBOIO reHa, BKMniovaloLLnii YeTbipe TaHAeMHbIX MOBTopa 13 33
bp, dnaHKMpoBaHHbLIX NPSMbIMW NOBTOPaMu 13 9 bp.

[MonyyeHHble n3 atoro panoHa AHK-30HabI ncnonb3yTca Ang naeHTMpukaumm NMIM4HOCTN METOL0M
reHOMHOM AakTurnockonuu (bMHreprnpuHTa), Tak Kak BePOATHOCTb COBNaAeHNs annenemy

OBYX HEPOACTBEHHbIX MHOANBUAYYMOB MO BCEM rnnepsapunabenbHbIM STOKycam, rmbpmuansyomnmcs ¢
atum HK-30HO0M, 3Ha4YMTENBHO MEHbLUEe 1077



RAPD (Random Amplified Polymorphism DNA markers)
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SNP (Single Nucleotide Polymorphism)

[f MonumopdHbIN canT

A
GAGTTTGATCATGGCTCAGATTGAACGCTGGCG GGCCTAACACATG CAAGTC

>

lNMpanmep, npuMbIKaOLWNN K

nonumopdgpHOMy cauTty
CuHTEe3 KoOMNJyieMeHTapHoOM Lenu B
NPUCYTCTBUM OAHOIro (hf1IroOpecLeHTHO
MEYeHHOro TepMUHUPYIOLLErO
Avnae3okcuHykneotun tpucgocdara (A unum C),
ouyncTka u coparmeHToB




S(_)r_ne common nsSNPs are known to affect
critical structure features

Frequency of the haemochromatosis allelic variant of
HLA-H protein Cys260Tyr (with destroyed disulphide bond)
is up to 6% in Northern Europe



CekBeHMpOBaHNE TAKCOHOMUYECKN-3HAYNMBbIX
panoHoB — MM ans sugonaeHTUuKaumm u
nccrnegoBaHuUa UNOreHnn

Kractep puboCOMHbIX
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